T#4PDF
* 6 XM
7B A

- e
HM-299D_Genomic DNA from Citrobacter portucalensis, Strain 4 7 47CFAA(Nucleic Acids)

-k
HM-299D _ Genom|c DNA from Citrobacter portucalensis, Strain 4 7 47CFAA(Nucleic Acids)
> = ER 1T A H DNA, Hitk4 7 47CFAA (BE)

$E/SKU

HM-299D

RS/

EA

FEFES R T ER

3-8

ARTINE

14000

AR MIN&AR

AERART2024FEHEMBIEE HEH, HHEFEHRTE.

AERAIBRTHARTMBEZSERASEN. VATHENRL3%. Efrizfiz?t. ERWRIZ%. 2. RS


http://product.coreab.cn/product/bei-resources-hm-299d.html
http://product.coreab.cn/print/pdf/node/18576
http://product.coreab.cn/product/bei-resources-hm-299d.html
http://product.coreab.cn/product/bei-resources-hm-299d.html

%%Jﬂ gﬂ (PR E . JRTE. ZEMA. ok Bk Tk AL BREAF) « REE. BRI ATIXH
t7k A

AEmiIETN. math. FEN. [TBEETNRZERNSLRBRINHEENS, FFEmEN, ULEsE.

BRI H

A/BZA 5 REEERER AL HFF LR ERFWH N, HEWZERFAmL

Edfy ]

XA BRE —FE R LB E

[ h#

BEI Resources(ATCC)

rah

BEI Resources

mEER

EMELEREUNZ: EE. 1

7 miEtE R

HM-299D7?? Genomic DNA from Citrobacter portucalensis, Strain 4 7 47CFAA(Nucleic Acids)|Citrobacter
portucalensis|Genomic DNA from Citrobacter portucalensis, Strain 4 7 47CFAA|-20°C or colder|E Allen-
VercoeAcknowledgment for publications should read “The following reagent was obtained through BEI
Resources, NIAID, NIH as part of the Human Microbiome Project: Genomic DNA from Citrobacter
portucalensis, Strain 4 7 47CFAA, HM-299D.”|Quantity limit per order for this item is 1. This item can be
ordered twice a year. Orders over this limit will be sent to NIAID for approval before shipment. This item
is made to order. Genomic DNA was extracted from a preparation of Citrobacter portucalensis (C.
portucalensis), strain 4_7_47CFAA. C. portucalensis, strain 4_7_47CFAA was isolated in 2007 from
inflamed biopsy tissue taken from the sigmoid colon of a 25-year-old female patient with Crohn's
disease in Calgary, Alberta, Canada. C. portucalensis, strain 4_7_47CFAA (HMP_ID 9428) is a reference
genome for The Human Microbiome Project (HMP). HMP is an initiative to identify and characterize
human microbial flora. The complete genome of C. portucalensis, strain 4 7 47CFAA was sequenced at
the Broad Institute (GenBank: ADLG00000000). HM-299D has been quahﬂed for PCR applications by
amplification of approximately 1500 base pairs of the 16S ribosomal RNA gene. Note: C. portucalensis,
strain 4 7 _47CFAA was previously classified as Citrobacter freundii. Each vial contains 0.7 to 1.5 ?g of
bacterial genomic DNA in TE buffer (10 mM Tris-HCl and 1 mM EDTA, pH ~ 8.0). The vial should be
centrifuged prior to opening.
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