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HM-90D?? Genomic DNA from Actinomyces sp., Oral Taxon 848, Strain F0332(Nucleic Acids)|Actinomyces sp.|Genomic
DNA from Actinomyces sp., Oral Taxon 848, Strain F0332|-20°C or colder|J IzardAcknowledgment for publications should
read "The following reagent was obtained through BEI Resources, NIAID, NIH as part of the Human Microbiome Project:
Genomic DNA from Actinomyces sp., Oral Taxon 848, Strain F0332, HM-90D."Quantity limit per order for this item is 1.
This item can be ordered twice a year. Orders over this limit will be sent to NIAID for approval before shipment.

Genomic DNA was obtained from a preparation of Actinomyces sp., Oral Taxon 848, strain F0332.

Actinomyces sp., Oral Taxon 848, strain FO332 was isolated in June 1983 from the subgingival plaque of a 51-year-old,
white male patient with moderate periodontitis in the United States. Actinomyces sp., Oral Taxon 848, strain F0332 HMP ID
0972) is a reference genome for The Human Microbiome Project (HMP). HMP is an initiative to identify and characterize
human microbial flora. The complete genome of Actinomyces sp., Oral Taxon 848, strain F0332 was sequenced by the
Genome Institute at Washington University (GenBank: ACUY00000000).

HM-90D has been qualified for PCR applications by amplification of approximately 1500 bp of the 16S ribosomal RNA gene.

Each vial contains 0.7 to 1.5 ?g of bacterial genomic DNA in TE buffer (10 mM Tris-HCl and 1 mM EDTA, pH ~ 8.0).
FEARAR

LHE T B 8RR T B U PR V1 e 0 B AR BT 1T I R TR BRI 1T W & DR i AOX BINIAID LU AT HEAE. B X ZHDNAZ M
il %% FRARSHIRFE, ORRS J51K848, EIMRF0332. I sp., ORI, ENRF0332, T1983F6H N HHS1 URIAAEE
RIELETHE, EEEREEERSFER. B sp., Oif4325848, rucate f0332 ( hmpid 0972 ) B AKMEMA LB
(HMP) FI&ZEEREH. HMPR—UH A RIEAMEERAME . BT EERAH sp., ORI IE848, EFK03324E
EZHRRFCFO BRI RS (genbank: HM-90DE3K1G S 1&IBIL 1 16 SIZAERRNAZRE AL 1500bpFIPCRM A . T/ ViETE
TeZZ iRF=H0.7-1.5uglIEEE4.DNA (10mM Tris-HCIFI1mM EDTA, pH?8.0 ) .

[ h&N 4

BEI Resources Hi 3 EE T 8L 2t FSFR (NIAID )AL, STENAT AL B 1 C B MBI, E 4L L mEmE AR,
IEREME M EMECHME I RHEM AT, TEFEEEIAFESR. BEI Resources /L. K iEF & = RIF K TEMFR
AT R BRI, EE AT EFR BRI BiFIXLEINEESE HE BEI Resources H, A LU IERIS Bix L4119
Vi RMER, FrfRiRIe 5 23%E.

FRT NI R SR M4 119Y, BEI Resources i E AN IFAFT A R AN RItA#IZR. {EH BEI ResourcesTZ AT FF T
ARTIMEAXREG TSNS, SREELEEM. TXGRFA L BNERPESIARFR>N. RESEE, BEl WHREEREN
RN GRS EHIT4EY. 1E BEl Resources HITZEN 2 — Ui TR AR K- BAIR 4.

BEI Resources B 2003 2 RIESEEIE. 2016 £ 5 B, ATCCHRIET —H NHEAGHE
B4k 2518 BE| ResourcesfI& El. ,eIETFXEIJE@EE’JEHnE%MH BIE B EM BT S5 TR0 B Fha9iA R
>I\3f}%1,tté’a\iwﬁﬁﬂﬂiﬁ%%iﬁﬁﬂiﬁ BE. F4H. #0NEMBCHRI SRR ENAE. BmEMNSHRIATF, BE
NIAID A. B 1 C 241 #cimE4AF0 NIAID 35E BV & 1% Rmim R £ 4.

ARREFR IR

7 a1
BEI Resources IR NG



http://product.coreab.cn/product/bei-resources-hm-90d.html
http://www.hmpdacc.org/catalog/grid.php?dataset=genomic&hmp_id=0972
https://commonfund.nih.gov/hmp/index
https://www.genome.wustl.edu/
http://www.ncbi.nlm.nih.gov/nucleotide/ACUY00000000?
https://www.niaid.nih.gov/
https://www.niaid.nih.gov/research/emerging-infectious-diseases-pathogens
https://www.niaid.nih.gov/research/emerging-infectious-diseases-pathogens
http://product.coreab.cn/LinkClick.aspx?link=618&tabid=217
http://www.atcc.org
http://www.atcc.org/
http://product.coreab.cn/tags/bei-resources_388.html
http://product.coreab.cn/tags/bei-resources_389.html
http://product.coreab.cn/tags/bei-resources_390.html
http://product.coreab.cn/tags/bei-resources_391.html
http://product.coreab.cn/tags/bei-resources_392.html
http://product.coreab.cn/tags/hm-90d-dna_22056.html

O BZE 28 848

Btk F0332(1%E#) ., NR-1_Vaccinia virus

Modified Vaccinia Ankara (MVA)(Viruses)

Modified Vaccinia Ankara (MVA), i35k 2 BEI Resources
NIAID

e

% [
— RN R

O IHAIEEER] BEREMRN. KADRIG. 8 - —>IRNBRAGNERIS%RE, RERENS. g BR
B

c (BBEASIED "R T COA MSDS. FH - —-[BHRUHLIR HAHCOA, #55iit ARl K I FmiE
N

C BB BEMBMG. KSR SR - —>[LNBR SR B13% 1 2]

C HERBRER] BERBEMN. ARG 0 - —-HREER- QMG BLS 0 (R13% L 2]

C (BAERCER] IR RIEL B LIRS RN (R RBEE O AT RIS TBCHR S R0 L%
%, WIARS)

o HERMHE

A GRERS HNEX | |

AT ESKVE A ok
SIS | \

ERZNHIE-mail | |
5 ERBARM
T = 4R e 3 AR T

[:[’i'¢r E]

A RERGEBRINE

NR-4927 9% X B 43 B3 452010021 1 (4HED
2022-04- 01

2022 04-01
NR-50596 I+ 2 HOM/UZ/91/RM(Z I
2022-04-01
2 o FI| B IRVB 47 A {2 2K
2020 08 04

20240512
R TR s RABE I 4 B A ET A
20241106



http://product.coreab.cn/tags/848_22057.html
http://product.coreab.cn/tags/f0332-nr-1vaccinia-virus_22058.html
http://product.coreab.cn/tags/modified-vaccinia-ankara-mvaviruses_395.html
http://product.coreab.cn/tags/modified-vaccinia-ankara-mva-bei-resources_396.html
http://product.coreab.cn/tags/niaid_397.html
http://product.coreab.cn/tags/nih_398.html
http://product.coreab.cn/tags/niaid_399.html
http://product.coreab.cn/product/bei-resources-nr-49279.html
http://product.coreab.cn/product/bei-resources-nr-48359.html
http://product.coreab.cn/news/2024-08-19_1594941748_.html
http://product.coreab.cn/product/bei-resources-nr-44210.html
http://product.coreab.cn/product/bei-resources-nr-53726.html
http://product.coreab.cn/product/kerafast-evu137.html
http://product.coreab.cn/product/bei-resources-nr-430.html
http://product.coreab.cn/product/bei-resources-nr-47140.html
http://product.coreab.cn/product/bei-resources-nr-50596.html
http://product.coreab.cn/news/2021-12-22_1405517212_.html
http://product.coreab.cn/news/2024-05-14_148284035_.html
http://product.coreab.cn/news/2024-11-09_332857504_.html
http://product.coreab.cn/news/2022-03-07_742071902_.html

2022-01-10

2022-04-01
NR-48811 A\ KadikimaE . P AR MR 2 S A I w & EMC/2012, 55 28 £ icMERS-CoV(WT)](f&&>

2022-04-01
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