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NR-5561577? Spike Glycoprotein (Stabilized) from SARS-Related Coronavirus 2, B.1.1.1 Lineage with C-Terminal Histidine
and Avi Tags, Recombinant from HEK293 Cells(Proteins)|SARS-Related Coronavirus 2|Spike Glycoprotein (Stabilized) from
SARS-Related Coronavirus 2, B.1.1.1 Lineage with C-Terminal Histidine and Avi Tags, Recombinant from HEK293 Cells|-
20°C or colder|BEI ResourcesAcknowledgment for publications should read “The following reagent was obtained through
BEI Resources, NIAID, NIH: Spike Glycoprotein (Stabilized) from SARS-Related Coronavirus 2, B.1.1.1 Lineage with C-
Terminal Histidine and Avi Tags, Recombinant from HEK293 Cells, NR-55615.”|Quantity limit per order for this item is 1.
This item can be ordered twice a year. Orders over this limit will be sent to NIAID for approval before shipment.

A recombinant form of the spike (S) glycoprotein from severe acute respiratory syndrome-related coronavirus 2 (SARS-CoV-
2), B.1.1.1 lineage was produced in human embryonic kidney HEK293 cells and purified by immobilized metal affinity
chromatography. NR-55615 lacks the signal sequence and contains 1189 residues (ectodomain) of the SARS-CoV-2 S
glycoprotein; the recombinant protein was stabilized by substitution at the furin S1/S2 cleavage site (RRAR—GSAS;
residues 682 to 685) and KV—PP mutations (residues 986 and 987; wild type numbering), and includes a T4 foldon
trimerization domain, HRV3C protease cleavage site and C-terminal octa-histidine tag fused to an AviTag? BirA biotinylation
acceptor sequence. NR-55615 includes G75V, T76l, del246-252 (RSYLTPG), D253N, L452Q, F490S, D614G and T859N
mutations in the S glycoprotein as compared to the SARS-CoV-2 reference sequence (GenPept: QHD43416). NR-55615
has a theoretical molecular weight of 138,900 daltons. The crystal structure for trimeric S glycoprotein from SARS-CoV-2
has been solved at 3.46 ? resolution (PDB: 6VSB).

The S glycoprotein mediates viral binding to the host angiotensin converting enzyme 2 (ACE2). This protein forms a trimer,
and when bound to a host receptor allows fusion of the viral and cellular membranes. The B.1.1.1 lineage includes the
sublineage C.37, designated Lambda by the World Health Organization (WHO) and first identified in Peru. The B.1.1.1
lineage is characterized by a novel deletion (del246-252) and mutations including L452Q and F490S in the S glycoprotein
Receptor Binding Domain (RBD). These deletions and mutations may contribute to increased transmissibility.

Each vial contains approximately 100 ?L of NR-55615 in 10 mM HEPES, pH 7, 150 mM NaCl and 2 mM ethylenediamine-
tetraacetic acid (EDTA).

Additional information and tools are available at ViPR (Virus Pathogen Resource).
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Purong Zheng, Shichao Lu, Gang Liu*, An Unexpected C-C Cleavage Reaction: Mild and Oxidation Free Access to 0-OH
and 0-NH-Ts Benzoic Acids or Benzoamides, Molecule Diversity, 2011, 15:971-977.
2021-10-31



http://www.atcc.org
http://www.atcc.org/
http://product.coreab.cn/tags/bei-resources_388.html
http://product.coreab.cn/tags/bei-resources_389.html
http://product.coreab.cn/tags/bei-resources_390.html
http://product.coreab.cn/tags/bei-resources_391.html
http://product.coreab.cn/tags/bei-resources_392.html
http://product.coreab.cn/tags/nr-55615-sars-2_20718.html
http://product.coreab.cn/tags/b111_20719.html
http://product.coreab.cn/tags/c-avi_20642.html
http://product.coreab.cn/tags/hek293-nr-1vaccinia-virus_20324.html
http://product.coreab.cn/tags/modified-vaccinia-ankara-mvaviruses_395.html
http://product.coreab.cn/tags/modified-vaccinia-ankara-mva-bei-resources_396.html
http://product.coreab.cn/tags/niaid_397.html
http://product.coreab.cn/tags/nih_398.html
http://product.coreab.cn/tags/niaid_399.html
http://product.coreab.cn/news/2021-12-22_658418701_purong-zheng-shichao-lu-gang-liu-unexpected-c-c-cleavage-reaction-mild

NR-53587 5 5 SARSHE < f A H & 20 E ifipaH %48 Wuhan-Hu-1HexaProSpikef# & H Y448 (i fi1/2: 44O
2022 04-01
m» D184%E

NR- 3109 Lt A & .B/Singapore/3/1964, (FLI0 & /A 1Y A&

2022-03-31
HM-522; EL,HLO53PA1 (4D
2022-04-01

2022-04-01
S IR % SAVSBPM18
2021-12-21

2022 04-01

AZE A HE IR E vp6 [1d4]inik
2021-12-21


http://product.coreab.cn/product/bei-resources-nr-53587.html
http://product.coreab.cn/product/sylgard-04019862931.html
http://product.coreab.cn/product/bei-resources-mra-253.html
http://product.coreab.cn/product/bei-resources-nr-3109.html
http://product.coreab.cn/news/2023-03-23_1777214866_.html
http://product.coreab.cn/product/bei-resources-nr-8050.html
http://product.coreab.cn/product/bei-resources-hm-522.html
http://product.coreab.cn/product/bei-resources-nr-9602.html
http://product.coreab.cn/product/kerafast-egp002.html
http://product.coreab.cn/news/2024-10-20_1378502758_.html
http://product.coreab.cn/news/2025-04-21_160973300_.html
http://product.coreab.cn/product/bei-resources-nr-10255.html
http://product.coreab.cn/product/bei-resources-nr-40595.html
http://product.coreab.cn/product/bei-resources-nr-19779.html
http://product.coreab.cn/product/bei-resources-nr-19668.html
http://product.coreab.cn/product/kerafast-euc012.html
http://product.coreab.cn/product/bei-resources-nr-48166.html
http://product.coreab.cn/product/bei-resources-nr-50507.html
http://product.coreab.cn/product/kerafast-ecd001-fp.html

	NR-55615来自SARS相关冠状病毒2的刺突糖蛋白(稳定）,B.1.1.1谱系,带有C末端组氨酸和Avi标签,来自HEK293细胞(蛋白质）的重组
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