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NR-22455 Borrelia burgdorferi, Signature-Tagged Mutagenesis Library Clone TO3TC181 (Gene BB_0531)(Mutant Bacteria)
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NR-2245577?Borrelia burgdorferi, Signature-Tagged Mutagenesis Library Clone TO3TC181 (Gene BB_0531)(Mutant
Bacteria)|Borrelia burgdorferi|Signature-Tagged Mutagenesis Library Clone TO3TC181 (Gene BB_0531)|-80°C or colder|SJ
NorrisAcknowledgment for publications should read "The following reagent was obtained through BEI Resources, NIAID,
NIH: Borrelia burgdorferi, Signature-Tagged Mutagenesis Library Clone TO3TC181 (Gene BB_0531), NR-22455."Quantity
limit per order for this item is 1. This item can be ordered twice a year. Orders over this limit will be sent to NIAID for
approval before shipment.

Borrelia burgdorferi (B. burgdorferi), TO3TC181 was produced by signature-tagged mutagenesis (STM) of the BB_0531
gene.

B. burgdorferi, strain B31, clone 5A18NP1 was derived from the low-passage clone 5A18 of strain B31. Clone 5A18NP1
lacks Ip56 and 1p28-4 and the BBEO2 gene (a putative restriction-modification gene on 1p25) was disrupted by homologous
recombination resulting in kanamycin resistance. Inactivation of BBE0O2 results in increased transformation efficiency and
therefore, clone 5A18NP1, was used to create the STM library through the mariner-based transposition suicide Himar1
delivery vector, pMarGent, containing aacC7 which confers gentamicin resistance. STM is a negative selection method that
identifies clones by unique DNA sequences that are incorporated into the transposable element.

B. burgdorferi, strain B31 5A18NP1 STM library clone TO3TC181 lacks linear plasmids Ip5, Ip28-4 and Ip56 and circular
plasmid cp9. The plasmid profile was determined by PCR using plasmid specific primers.

The complete genome of B. burgdorferi, strain B31 has been sequenced (GenBank:AE000783).

Each vial contains approximately 0.5 mL of bacterial culture in Revised Barbour-Stoenner-Kelly medium supplemented with
200 ?g/mL kanamycin, 40 ?g/mL gentamicin and 15% glycerol.

Additional information and tools are available atPATRIC (Pathosystems Resource Integration Center).
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You FP, Sun H, Zhou X, Sun WX, Liang SM, Zhai ZH and Jiang ZF*, PCBP2 mediates degradation of the adaptor MAVS
via the HECT ubiquitin ligase AIP4. NATURE IMMUNOLOGY, 10, 1300-1308, 2009.
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